


r 


Query: 


1 


Sbjct : 


1 


Query: 


61 


Sbjct: 


61 


Query: 


121 


Sbjct: 


121 


Query: 


181 


Sbjct: 


181 


Query: 


241 


Sbjct: 


241 


Query: 


301 


Sbjct: 


301 


Query: 


361 


Sbjct: 


361 


Query: 


421 


Sbjct: 


421 


Query: 


481 


Sbjct: 


481 


Query: 


541 


Sbjct: 


541 


Query: 


601 


Sbjct : 


601 


Query: 


661 


Sbjct: 


661 


Query: 


721 


Sbjct: 


721 


Query: 


781 



Alignment of human (query 1) and hamster (Sbjvt 1) SKI -1/ SIP 

MKLVNIWLLLLVVLLCGKKHLGDRLEKKSFEKAPCPGCSHLTLKVEFSSTVVEYEYIVAF 60 
MKL+NIWLLLLVVLLCGKKHLGDRL KK+FEKA CP CSHLTLKVEFSSTVVEYEYIVAF 
MKLINIWLLLLVVLLCGKKHLGDRLGKKAFEKASCPSCSHLTLKVEFSSTVVEYEYIVAF 60 

NGYFTAKARNSFISSALKSSEVDNWRIIPRNNPSSDYPSDFEVIQIKEKQKAGLLTLEDH 120 
NGYFTAKARNSFISSALKSSEVDNWRIIPRNNPSSDYPSDFEVIQIKEKQKAGLLTLEDH 
NGYFTAKARNSFISSALKSSEVDNWRIIPRNNPSSDYPSDFEVIQIKEKQKAGLLTLEDH 120 



PNIKRVTPQRKVFRSLK+AESDP VPCNETRWSQKWQSSRPLRRASLSLGSGFWHATGRH 
PNIKRVTPQRKVFRSLKFAESDPIVPCNETRWSQKWQSSRPLRRASLSLGSGFWHATGRH 180 

SSRRLLRAIPRQVAQTLQADVLWQMGYTGANVRVAVFDTGLSEKHPHFKNVKERTNWTNE 240 
SSRRLLRAIPRQVAQTLQADVLWQMGYTGANVRVAVFDTGLSEKHPHFKNVKERTNWTNE 
SSRRLLRAIPRQVAQTLQADVLWQMGYTGANVRVAVFDTGLSEKHPHFKNVKERTNWTNE 240 

RTLDDGLGHGTFVAGVIASMRECQGFAPDAELHIFRVFTNNQVSYTSWFLDAFNYAILKK 300 
RTLDDGLGHGTFVAGVIASMRECQGFAPDAELHIFRVFTNNQVSYTSWFLDAFNYAILKK 
RTLDDGLGHGTFVAGVIASMRECQGFAPDAELHIFRVFTNNQVSYTSWFLDAFNYAILKK 300 

IDVLNLSIGGPDFMDHPFVDKWELTANNVIMVSAIGNDGPLYGTLNNPADQMDVIGVGG 360 
IDVLNLSIGGPDFMDHPFVDKVWELTANNVIMVSAIGNDGPLYGTLNNPADQMDVIGVGG 
IDVLNLSIGGPDFMDHPFVDKVWELTANNVIMVSAIGNDGPLYGTLNNPADQMDVIGVGG 360 

IDFEDNIARFSSRGMTTWELPGGYGRMKPDIVTYGAGVRGSGVKGGCRALSGTSVASPVV 4 20 
IDFEDNIARFSSRGMTTWELPGGYGR+KPDIVTYGAGVRGSGVKGGCRALSGTSVASPVV 
IDFEDNIARFSSRGMTTWELPGGYGRVKPDIVTYGAGVRGSGVKGGCRALSGTSVASPVV 4 20 

AGAVTLLVSTVQKRELVNPASMKQALIASARRLPGVNMFEQGHGKLDLLRAYQILNSYKP 4 80 
AGAVTLLVSTVQKRELVNPAS+KQALIASARRLPGVNMFEQGHGKLDLLRAYQIL+SYKP 
AGAVTLLVSTVQKRELVNPASVKQALIASARRLPGVNMFEQGHGKLDLLRAYQILSSYKP 4 80 

QASLSPSYIDLTECPYMWPYCSQPIYYGGMPTVVNVTILNGMGVTGRIVDKPDWQPYLPQ 54 0 
QASLSPSYIDLTECPYMWPYCSQPIYYGGMPT+VNVTILNGMGVTGRIVDKP+W+PYLPQ 
QASLSPSYIDLTECPYMWPYCSQPIYYGGMPTIVNVTILNGMGVTGRIVDKPEWRPYLPQ 54 0 

NGDNIEVAFSYSSVLWPWSGYLAISISVTKKAASWEGIAQGHVMITVASPAETESKNGAE 600 
NGDNIEVAFSYSSVLWPWSGYLAISISVTKKAASWEGIAQGH+MITVASPAETE+KNGAE 
NGDNIEVAFSYSSVLWPWSGYLAISISVTKKAASWEGIAQGHIMITVASPAETEAKNGAE 600 

QTSTVKLPIKVKI I PTPPRSKRVLWDQYHNLRYPPGYFPRDNLRMKNDPLDWNGDHIHTN 660 

TSTVKLPIKVKI I PTPPRSKRVLWDQYHNLRYPPGYFPRDNLRMKNDPLDWNGDH+HTN 
HTSTVKLPIKVKI I PTPPRSKRVLWDQYHNLRYPPGYFPRDNLRMKNDPLDWNGDHVHTN 660 

FRDMYQHLRSMGYFVEVLGAPFTCFDASQYGTLLMVDSEEEYFPEEIAKLRRDVDNGLSL 7 20 
FRDMYQHLRSMGYFVEVLGAPFTCFDA+QYGTLLMVDSEEEYFPEEIAKLRRDVDWGLSL 
FRDMYQHLRSMGYFVEVLGAPFTCFDATQYGTLLMVDSEEEYFPEEIAKLRRDVDNGLSL 720 

VIFSDWYNTSVMRKVKFYDENTRQWWMPDTGGANIPALNELLSVWNMGFSDGLYEGEFTL 7 80 
VIFSDWYNTSVMRKVKFYDENTRQWWMPDTGGANIPALNELLSVWNMGFSDGLYEGEF L 
VIFSDWYNTSVMRKVKFYDENTRQWWMPDTGGANIPALNELLSVWNMGFSDGLYEGEFAL 7 80 

Query: 781 ANHDMYYASGCSIAKFPEDGVVITQTFKDQGLEVLKQETAVVENVPILGLYQIPAEGGGR 84 0 



ANHDMYYASGCSIAKFPEDGVVITQTFKDQGLEVLKQETAVVENVPILGLYQIPAEGGGR 



Sbjct : 


781 


ANHDMYYASGCSIAKFPEDGVVITQTFKDQGLEVLKQETAVVENVPILGLYQIPAEGGGR 


840 


Query: 


841 


IVLYGDSNCLDDSHRQKDCFWLLDALLQYTSYGVTPPSLSHSGNRQRPPSGAGSVTPERM 


900 






IVLYGDSNCLDDSHRQKDCFWLLDALLQYTSYGV PPSLSHSGNRQRPPSGAG PERM 




Sbjct : 


841 


IVLYGDSNCLDDSHRQKDCFWLLDALLQYTSYGVNPPSLSHSGNRQRPPSGAGLAPPERM 


900 


Query: 


901 


EGNHLHRYSKVLEAHLGDPKPRPLPACPRLSWAKPQPLNETAPSNLWKHQKLLS I DLDKV 


960 






EGNHLHRYSKVLEAHLGDPKPRPLPACP LSWAKPQPLNETAPSNLWKHQKLLS I DLDKV 




Sbjct : 


901 


EGNHLHRYSKVLEAHLGDPKPRPLPACPHLSWAKPQPLNETAPSNLWKHQKLLS I DLDKV 


960 


Query: 


961 


VLPNFRSNRPQVRPLSPGESGAWDIPGGIMPGRYNQEVGQTIPVFAFLGAMVVLAFFVVQ 


1020 






VLPNFRSNRPQVRPLSPGESGAWDIPGGIMPGRYNQEVGQTIPVFAFLGAMV LAFFVVQ 




Sbjct : 


961 


VLPNFRSNRPQVRPLSPGESGAWDIPGGIMPGRYNQEVGQTIPVFAFLGAMVALAFFVVQ 


1020 


Query: 


1021 


INKAKSRPKRRRPRAKRPQLMQQVHPPKTPSV 1052 








I +KAKSRPKRRRPRAKRPQL QQ HPP+TPSV 




Sbjct: 


1021 


I SKAKSRPKRRRPRAKRPQLTQQTHPPRT PS V 1052 





